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Biol 339 

First known case of atypical pneumonia occurs in Foshan 
City, Guangdong Province, China, but is not identified until 

much later.  

16 November 2002 

64-year-old medical doctor Guangzhou (Guangdong Province) 
arrives in Hong Kong to attend a wedding.  

21 February 2003 

WHO issues a global alert about cases of severe atypical 
pneumonia following mounting reports of spread among staff at 

hospitals in Hong Kong and Hanoi. 
 

12 March 

Scientists in the WHO lab network identify causative agent, with 
results from several labs consistently pointing to a new member 

of the coronavirus family.  

27 March 

Full SARS genome sequenced.  30 May 

WHO declares that SARS outbreaks have been contained 
worldwide, but calls for continued vigilance. 
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In 2008 an outbreak of unexplained 
hemorrhagic fever was reported in South 
Africa. The index patient was admitted on 
September 12 to a clinic in South Africa. 
Over the following two weeks secondary 
and tertiary cases were reported, with 
four out of the five patients dying. Such 
outbreaks of haemorrhagic fever are 
highly emotive events, necessitating a 
rapid response both to control 
infection and to control public anxiety. 
RNA extracts from two post-mortem liver 
biopsies (cases 2 and 3) and one serum 
sample (case 2) were submitted to NGS 
on the Roche 454. Blast analysis of the 
resulting sequences identified contigs 
corresponding to about half of a novel 
arenaviruses ~10kb genome (Briese et 
al., 2009). The majority of sequences 
were obtained from serum rather than 
tissue, presumably a reflection of the 
higher levels of host DNA obtained from 
the highly cellular tissue samples.  

Briese, T., Paweska, J. T., McMullan, L. K., Hutchison, S. K., Street, C., 
Palacios, G., Khristova, M. L., Weyer, J., Swanepoel, R., Egholm, M., 
Nichol, S. T. & Lipkin, W. I. (2009). Genetic detection and 
characterization of Lujo virus, a new hemorrhagic fever-associated 
arenavirus from southern Africa. PLoS Pathog 5, e1000455. 





Seven orthobunyavirus sequences were 
detected in the library prepared from pooled 
RNA from 3 animals of 1 farm 

Emerging Infectious Diseases 2012. Vol 8 (3), 469-72 

http://www.plz-postleitzahl.de/site.plz/search-coordinate-300x420.html
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In 80 cases of diarrhoea.. 
 
7 CECoV 
4 CPV 
24 Campylobacter 
1 Salmonella 
5 Helminths 
 
39 ?? 
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 AB034652 JAPAN A848/88 3CD Aichi viru...
 AB040749 JAPAN A. virus polyprotein A...
 AB010145 JAPAN A846/88 Aichi virus g...
 AB034651 JAPAN A844/88 3CD Aichi viru...
 EF079158 BANGLADESH B370/05 3CD Aichi...

 EF079161 VIETNAM VN636/03 3CD Aichi ...
 AB034655 INDONESIA N128/91 3CD Aichi ...

 AB092828 JAPAN 494/97(SIN) 3CD Aichi ...
 AY747174 GERMANY BAY/1/03/DEU Aichi ...

 DQ145760 FRANCE RN57 CD3 Aichi virus ...
 DQ145762 FRANCE R380 CD3 Aichi virus ...
 DQ145761 FRANCE R586 CD3 Aichi virus ...

 EU159246 FRANCE E1197/2006 3CD Aichi ...
 EF079160 THAILAND T132/02 3CD Aichi v...

 AB034662 PAKISTAN P880/91 3CD Aichi v...
 AB034661 PAKISTAN P840/91 3CD Aichi v...

 AB034658 PAKISTAN P766/90 3CD Aichi v...
 A. virus Chshc7 polyprotein+VP0+VP3+V...

 DQ028632 BRAZIL Goiania/GO/03/01/Braz...
 EF079157 BANGLADESH B171/05 3CD Aichi...

 EF079155 BANGLADESH B5/05 3CD Aichi v...
 EF079156 BANGLADESH B101/05 3CD Aichi...
 EF079159 BANGLADESH1055/05 3CD Aichi ...

 UK
 gi|345846142|gb|JN088541.1| Canine ko...
 gi|342239638|gb|JN387133.1| Kobuvirus...

 DQ145759 FRANCE/MALI RN48 CD3 Aichi v...
 EU787450 HUNGARY P. kobuvirus swine/S...

0.05



2 of 5 respiratory outbreaks 
0 of 60 healthy dogs 
5 of 19 livers 
 
 



General principles 

• Samples low in host material 
– Serum, diarrhoea, CSF 

• Enrichment 
– Centrifugation, DNAse / RNAse digestion, filtration 

• Extraction 
– RNA +/- DNA 

• Amplification 
– Random 

• Informatics 
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